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Introduction Experiment
« An accurate estimation of time since death is an important aim of every medico-legal investigation and its * Analyses were performed on soil that was sampled periodically from under two human cadavers at the Forensic
determination can direct an entire forensic case. Anthropology Centre at the University of Tennessee.
« The potential for using biochemical and molecular methods to characterise the dynamics of soil microbial « Phospholipid fatty analysis (PLFA) and terminal restriction fragment length polymorphism (T-RFLP)
communities during the process of cadaver decomposition has been investigated. community profiling of the internal transcribed spacer (ITS) region of fungal ribosomal DNA (rDNA), provided
a qualitative and quantitative analysis of these transformations in the microbial populations.
Methods PLFA GCMS
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significance with an ANOSIM (analysis of similarity) in
addition to a multidimensional scaling (MDS)
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\ — . - showed an observable difference in control
’ and cadaver soil fungal populations

- suggested the possibility of a succession of
fungal species at different decomposition
phases
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